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SEQUENCE LISTING 

<nO> Takeda PharDaceutical Company Limiled 

<120> A pharmaceulical composition for treating or preventing atherosclerosis 

<130> P04-251PCT 

<I50> JP2004-9383 
<I51> 2004-01-16 

<I60> 6 

<2I0> 1 
<2II> 362 
<2!2> PRT 

<213> Homo sapience 
<400> 1 

Met Arg Arg Pro Ser Leu Leu Leu Lys Asp lie Leu Lys Cys Thr Leu 

5 10 15 

Leu Val Phe Gly Val Trp He Leu Tyr He Leu Lys Leu Asn Tyr Tbr 

20 25 30 

Thr Glu Glu Cys Asp Met Lys Lys Mel His Tyr Val Asp Pro Asp His 

35 40 45 

Yal Lys Arg Ala Gin Lys Tyr Ala Gin Gin Val Leu Gin Lys Glu Cys 

50 55 60 

Arg Pro Lys Phe Ala Lys Tbr Ser Met Ala Leu Leu Phe Glu His Arg 
65 70 75 80 

Tyr Ser Val Asp Leu Leu Pro Phe Val Gin Lys Ala Pro Lys Asp Ser 

85 90 95 

Glu Ala Glu Ser Lys Tyr Asp Pro Pro Phe Gly Phe Arg Lys Phe Ser 

100 105 110 

Ser Lys Val Gin Tbr Leu Leu Glu Leu Leu Pro Glu His Asp Leu Pro 

115 ' 120 125 

Glu His Leu Lys Ala Lys Tbr Cys Arg Arg Cys Yal Val He Gly Ser 

130 135 140 

Gly Gly He Leu His Gly Leu Glu Leu Gly His Thr Leu Asn Gin Phe 
145 150 155 160 

Asp Val Val He Arg Leu Asn Ser Ala Pro Val Glu Gly Tyr Ser Glu 

165 170 175 

His Val Gly Asn Lys Thr Thr He Arg Mel Thr Tyr Pro Glu Gly Ala 

18a m 190^ 

Pro Leu Ser Asp Leu Glu Tyr Tyr Ser Asn Asp Leu Phe Val Ala Val 

195 200 205 

Leu Phe Lys Ser Val Asp Phe Asn Trp Leu Gin Ala Mel Val Lys Lys 

210 215 220 

Glu Thr Leu Pro Phe Trp Val Arg Leu Phe Phe Trp Lys Gin Val Ala 
225 230 235 240 

Glu Lys He Pro Leu Gin Pro Lys His Phe Arg He Leu Asn Pro Val 

245 250 255 

He He Lys Glu Thr Ala Phe Asp He Leu Gin Tyr Ser Glu Pro Gin 

260 265 270 

Ser Arg Phe Trp Gly Arg Asp Lys Asn Val Pro Thr He Gly Val lie 

275 280 285 

Ala Val Val Leu Ala Thr His Leu Cys Asp Glu Val Ser Leu Ala Gly 

290 295 300 

Phe Gly Tyr Asp Leu Asn Gin Pro Arg Thr Pro Leu His Tyr Phe Asp 
305 310 315 320 

Ser Gin Cys Met Ala Ala Mel Asn Phe Gin Thr Met His Asn Val Thr 

325 330 335 

Thr Glu Thr Lys Phe Leu Leu Lys Leu Val Lys Glu Gly Yal Val Lys 

340 345 350 

Asp Leu Ser Gly Gly He Asp Arg Glu Phe 
355 360 

<210> 2 
<2ll> 1086 
<2I2> DNA 

<2I3> Homo sapience 
<400> 2 

atgagaaggc ccagcttgtt attaaaagac atcctcaaat gtacattgcl tgtgltlgga 60 
gtgtggalcc tttalatcct caagttaaat tataclactg aagaatgtga catgaaaaaa 120 
atgcallatg Iggaccctga ccalgtaaag agagctcaga aatatgclca gcaagtcttg 180 
cagaaggaat gtcgtcccaa gttlgccaag acatcaatgg cgctgttatt tgagcacagg 240 
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lalagcgtgg acltaclccc Ititgtgcag aaggccccca aagacagtga agctgagtcc 300 

aaglacgatc ctcctlKgg gllccggaag ttctccagta aagtccagac cclcttggaa 360 

cicUgccag agcacgaccl cccigaacac tlgaaagcca agacclglcg gcgclglgtg 420 

gltatlggaa gcggaggaai actgcacgga tlagaactgg gccacacccl gaaccagllc 480 

galgtlglga laaggltaaa caglgcacca gllgagggal aitcagaaca tgitggaaat 540 

aaaactacla laaggatgac Itatccagag ggcgcaccac (gtctgaccl tgaataitat 600 

tccaalgact lattlgdgc tglltlaltt aagagtgllg alttcaaclg gcttcaagca 660 

atggtaaaaa aggaaacccl gccattclgg gtacgaclct tcttttggaa gcaggtggca 720 

gaaaaaatcc cactgcagcc aaaacaltlc aggattttga alccagltat catcaaagag 780 

aclgcctttg acalccitca gladcagag cctcagtcaa ggUctgggg ccgagataag 840 

aacgtcccca caatcggtgt cailgccgtt gtcttagcca cacatctgtg cgalgaaglc 900 

agdtggcgg gtttlggata Igacctcaat caacccagaa cacctltgca clacttcgac 960 

agtcaatgca tggclgciat gaactUcag accalgcala atgtgacaac ggaaaccaag 1020 

ttcctcttaa agclggtcaa agagggagtg gtgaaagalc tcagtggagg catlgatcgt 1080 

gaalU 1086 

<210> 3 
<21)> 21 
<212> DNA 

<2]3> Artificial Sequence 

<220> 

<223> Primer 
<400> 3 

(aalcggaag Iggcggaala c 21 

<2I0> 4 
<2I1> 21 
<2I2> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 4 

cicggcccca gaaccttgac c 21 

<210> 5 
<211> 54 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Nucleotide Sequence for shRNA 
<400> 5 

gaagacccag cttgttaatg Igtgclgtcc attaacaagc tgggtctlct tttl 54 

<210> 6 
<211> 54 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Nucleotide Sequence for sbRNA 
<400> 6 

gccaalgatl tgttcgllag tgtgctgtcc.taacgaacaa atcattggct tttt 54 
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